
GO:0006139
nucleobase−containin...

0.020346
21 / 40

GO:0006351
transcription, DNA−t...

0.040371
19 / 36

GO:0006355
regulation of transc...

0.040371
19 / 36

GO:0006725
cellular aromatic co...

0.020346
21 / 40

GO:0006807
nitrogen compound me...

0.034748
21 / 41

GO:0008150
biological_process

1.000000
24 / 56

GO:0008152
metabolic process

0.176763
23 / 50

GO:0009058
biosynthetic process

0.139507
21 / 44

GO:0009059
macromolecule biosyn...

0.049149
20 / 39

GO:0009889
regulation of biosyn...

0.049149
20 / 39

GO:0009891
positive regulation ...

0.001992
19 / 31

GO:0009893
positive regulation ...

0.021894
22 / 43

GO:0009987
cellular process

1.000000
24 / 56

GO:0010467
gene expression

0.119101
20 / 41

GO:0010468
regulation of gene e...

0.209626
19 / 40

GO:0010556
regulation of macrom...

0.017416
20 / 37

GO:0010557
positive regulation ...

0.000415
19 / 29

GO:0010604
positive regulation ...

0.021894
22 / 43

GO:0010628
positive regulation ...

0.013919
19 / 34

GO:0016070
RNA metabolic proces...

0.040371
19 / 36

GO:0018130
heterocycle biosynth...

0.099371
19 / 38

GO:0019219
regulation of nucleo...

0.020346
21 / 40

GO:0019222
regulation of metabo...

0.063255
22 / 45

GO:0019438
aromatic compound bi...

0.099371
19 / 38

GO:0031323
regulation of cellul...

0.037837
22 / 44

GO:0031325
positive regulation ...

0.012253
22 / 42

GO:0031326
regulation of cellul...

0.049149
20 / 39

GO:0031328
positive regulation ...

0.001992
19 / 31

GO:0032774
RNA biosynthetic pro...

0.040371
19 / 36

GO:0034641
cellular nitrogen co...

0.020346
21 / 40

GO:0034645
cellular macromolecu...

0.049149
20 / 39

GO:0034654
nucleobase−containin...

0.099371
19 / 38

GO:0043170
macromolecule metabo...

0.176763
23 / 50

GO:0044237
cellular metabolic p...

0.176763
23 / 50

GO:0044238
primary metabolic pr...

0.176763
23 / 50

GO:0044249
cellular biosyntheti...

0.139507
21 / 44

GO:0044260
cellular macromolecu...

0.108291
23 / 49

GO:0044271
cellular nitrogen co...

0.099371
19 / 38

GO:0045893
positive regulation ...

0.001307
18 / 28

GO:0045935
positive regulation ...

0.001992
19 / 31

GO:0046483
heterocycle metaboli...

0.020346
21 / 40

GO:0048518
positive regulation ...

0.064273
23 / 48

GO:0048522
positive regulation ...

0.064273
23 / 48

GO:0050789
regulation of biolog...

0.608369
23 / 53

GO:0050794
regulation of cellul...

0.608369
23 / 53

GO:0051171
regulation of nitrog...

0.020346
21 / 40

GO:0051173
positive regulation ...

0.001992
19 / 31

GO:0051252
regulation of RNA me...

0.040371
19 / 36

GO:0051254
positive regulation ...

0.001307
18 / 28

GO:0060255
regulation of macrom...

0.063255
22 / 45

GO:0065007
biological regulatio...

0.608369
23 / 53

GO:0071704
organic substance me...

0.176763
23 / 50

GO:0080090
regulation of primar...

0.037837
22 / 44

GO:0090304
nucleic acid metabol...

0.006240
21 / 38

GO:0097659
nucleic acid−templat...

0.040371
19 / 36

GO:1901360
organic cyclic compo...

0.020346
21 / 40

GO:1901362
organic cyclic compo...

0.099371
19 / 38

GO:1901576
organic substance bi...

0.139507
21 / 44

GO:1902680
positive regulation ...

0.001307
18 / 28

GO:1903506
regulation of nuclei...

0.040371
19 / 36

GO:1903508
positive regulation ...

0.001307
18 / 28

GO:2000112
regulation of cellul...

0.017416
20 / 37

GO:2001141
regulation of RNA bi...

0.040371
19 / 36

GO BP DAG analysis



GO:0003674
molecular_function

1.0000
23 / 54

GO:0003676
nucleic acid binding

0.0906
10 / 17

GO:0003677
DNA binding

0.0531
10 / 16

GO:0005488
binding
0.6124
22 / 51

GO:0005515
protein binding

0.3532
21 / 47

GO:0008134
transcription factor...

0.0567
7 / 10

GO:0046982
protein heterodimeri...

0.0191
6 / 7

GO:0046983
protein dimerization...

0.0284
9 / 13

GO:0097159
organic cyclic compo...

0.1932
14 / 28

GO:1901363
heterocyclic compoun...

0.1932
14 / 28

GO MF DAG analysis



GO:0005575
cellular_component

1.0000
24 / 57

GO:0005622
intracellular

0.1875
23 / 51

GO:0005623
cell

1.0000
23 / 56

GO:0005634
nucleus
0.0629
18 / 35

GO:0005886
plasma membrane

0.4951
14 / 32

GO:0016020
membrane

0.4842
17 / 39

GO:0016324
apical plasma membra...

0.0692
3 / 3

GO:0042995
cell projection

0.0981
8 / 13

GO:0043005
neuron projection

0.0538
7 / 10

GO:0043226
organelle
0.5462
21 / 49

GO:0043227
membrane−bounded org...

0.5462
21 / 49

GO:0043229
intracellular organe...

0.3125
21 / 47

GO:0043231
intracellular membra...

0.3125
21 / 47

GO:0044297
cell body
0.0424

5 / 6

GO:0044424
intracellular part

0.1167
23 / 50

GO:0044425
membrane part

0.5284
13 / 30

GO:0044459
plasma membrane part

0.6616
9 / 22

GO:0044464
cell part
1.0000
23 / 56

GO:0045177
apical part of cell

0.0692
3 / 3

GO:0071944
cell periphery

0.4951
14 / 32

GO:0097458
neuron part

0.0538
7 / 10

GO:0098589
membrane region

0.2757
6 / 11

GO:0098590
plasma membrane regi...

0.2981
5 / 9

GO:0098805
whole membrane

0.1464
9 / 16

GO CC DAG analysis


